Multicycle DNA Analysis

with Chemometec Data
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Cycle |G1Mean G1 |%G1 G2Mean |G2 |%G2 (%S |G2/G1 | %Total B.A.D.
cv cv
Diploid [51353.13 |2.89 35.01 [102741.19 |2.22 [10.94 |54.05 |1.99 100.00 |0.42

Interpretation
MultiCycle suggestions (a guideline only):

Model Dip
%G2
SL SO 10.94
SL CL SO 10.06
+G2/G1 Fixed |12.20
+Aggregates |10.94
+S Order =1 |14.05
+CVs Fixed [14.12

. Debris Gate
M Diploid G1
B Diploid S
M Diploid G2

Eip Chis No abnormal DNA contentis observed.
a3 The diploid %S=54.1, %G2=10.9

54.05 83.98 |  The S Phase confidence is good
54.44 |68.91

52.34 89.29 | Experiment Statistics
°3.06 |75.08 | Chisq: 83.98

5472 64.14 | BAD: 0.42

54.74 |63.36 Number of cells: 73390.00

Number of cycles: 1.00
Cycle fit model: 1 Cycle
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